Supplementary Table 3: Differential expression of spermathecae genes at two time points (3 and 6 hours) post-mating.

3 hour to Virgin array comparison
Gene Symbol

Affy ID
1627119_at CG8329
1640217_at CG30154
1637833_at  Jhe
1629969_at CG11426
1639704_at CG14695
1637338_at CG12517
1629118_at PGRP-SC2
1626144_at CG7763
1631394_at CG31324
1628177_at  jhamt
1624210_at CG32699
1637814 _s_at Jafrac2
1623247_at CG10420
1641117_a_at CG17600
1637541_at Fs
1640509_s_at lama
1626456_at  1(1)G0320
1637430_s_at CG1572
1631244 _a_at Pabp2
1631783_at CG4267
1639719_at  Pabp2
1634522_s_at Paps
1628594 _at rut
1629396_a_at CG8486
1638462_at CG18088
1640884_at CG15784
1632964_at CG15678
1628536_s_at CG11880
1632317_at CG3036

1629705_at CG6084 /// Dyak

1624042_at  Gprk2
1630119_s_at norpA
1628240_at CG4825
1624191_at cmet

1633765_at  asparagine-synth

1631222 at pdm3

1631953 at  CG30375
1630865_s_at CG11337
1624590_at CG17134
1629322 at  Pde6

1627434 at CG5741
1641037_at  CG32702

FC

22.21
14.92
14.79
11.93
9.70
9.63
8.49
7.11
6.98
6.34
4.65
4.43
4.16
4.14
4.10
3.97
3.88
3.87
3.85
3.82
3.76
3.62
3.57
3.45
3.44
3.35
3.34
3.30
3.21
3.15
3.12
2.99
2.94
2.88
2.80
2.73
2.71
2.69
2.67
2.62
2.62
2.60

up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up

regulation g- value

0.01
0.00
0.04
0.01
0.10
0.04
0.01
0.02
0.03
0.07
0.02
0.00
0.04
0.03
0.06
0.03
0.04
0.03
0.01
0.03
0.03
0.03
0.07
0.02
0.04
0.09
0.07
0.02
0.06
0.07
0.06
0.04
0.10
0.02
0.10
0.05
0.07
0.04
0.08
0.06
0.04
0.02

6 hour to Virgin array comparison
Gene Symbol

Affy ID
1627119 _at CG8329
1629118 at PGRP-SC2
1628177_at  jhamt
1637833_at  Jhe
1629969_at CG11426
1626144 _at CG7763
1631394_at CG31324
1633812_at CG9080
1640217_at CG30154
1626222_at  Ser8
1633208_at  ---
AFFX-r2-Drog ---

1633765_at  asparagine-synthi

1634158_at CG6164
1624590_at CG17134
1627837_at CG5527
1627872_at CG3770
1634503_at CG15695
1634522_s_at Paps

1630088_at CG16743 /Il Dye

1636507_at  vanin-like
1630827_s_at -
1625153_at  p24-2
1626163_s_at Act5C
1623051_at CG18125
1641563_at CG8286
1626196_at CaBP1
1628536_s_at CG11880
1625569_at CG7565
1639111_at CG15362
1637125_at CG2004
1624802_at CG31686
1636591_at skpB
1623486_at CG7900
1641646_at Spase22-23
1626871_at icln
1636572_at Duox
1636037_at CG31195
1637814 _s_at Jafrac2
1634773_at  SsRbeta
AFFX-r2-Dros ---
1624863_a_at CG8042

FC
14.09
9.28
7.38
7.18
6.10
6.06
4.68
4.31
4.28
3.66
3.60
3.35
3.23
3.18
3.15
3.03
3.01
291
2.89
2.83
2.76
2.57
2.48
2.46
2.46
241
2.40
2.40
2.40
2.37
2.33
231
231
2.29
2.25
2.24
2.23
2.19
2.17
2.17
2.16
2.16

regulation g- value

up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up

0.03
0.01
0.07
0.10
0.03
0.03
0.07
0.03
0.00
0.08
0.10
0.01
0.09
0.06
0.07
0.05
0.04
0.01
0.06
0.06
0.04
0.06
0.07
0.02
0.00
0.04
0.00
0.05
0.09
0.04
0.03
0.00
0.04
0.04
0.09
0.10
0.04
0.09
0.03
0.04
0.03
0.06

6 hour to 3 hour array comparison***
Gene Symh FC

Affy ID
1625795_a_at CG3394
1623744_at CG30411
1627808_at CG13011//
1631222_at pdm3
1640217_at CG30154
1633463_s_at CG30463
1629398_at CG10383
1629322_at Pde6
1628215_s_at kuz
1631244 _a_at Pabp2
1641037_at CG32702
1635173_at pgant5
1637814 _s_at Jafrac2

3.09
2.96
2.04
5.01
3.48
3.36
3.19
3.04
2.86
2.76
2.63
2.18
2.05

regulation g- value

up

up

up
down
down
down
down
down
down
down
down
down
down

0.19 **
0.19 **
0.25 **
0.14 **
0.05

0.20 **
0.16 **
0.24 **
0.19 **
0.16 **
0.16 **
0.19 **
0.16 **

**these genes had g-values greater than the acceptance level.



1623051_at CG18125
1624802_at CG31686
1628215_s_at kuz
1625563_s_at CG14253
1633463_s_at CG30463
1627872_at CG3770
1623692_s_at rho-4
1636576_s_at norpA
1623761_at CG15347 /// Dy
1629650_at CG3248
1626079_a_at CG2201
1631205_a_at CG6084 /// Dyak
1627840_a_at zip
1641563_at CG8286
1641504 _s_at wdp
1632824_at Fs
1636037_at CG31195
1635321_at CG14688
AFFX-r2-Dros ---
1633354_at Cyp6vl
1632865_s_at CG12974
1635547_a_at Aats-trp
1636505_at CG15083
1623158_s_at rho-4
1629398_at CG10383
1633812_at CG9080
1634722_s_at mbfl
1632928_at CG9523
1624547 _s_at B52
1634124_at CG30428
1638511_at Aats-trp
1625042_at CG31288
1639111_at CG15362
1623787_at CG7144
1628292_s_at HLH106
1624199_at NPFR76F
1626684_at CG7607
1626196_at CaBP1
1626506_at  Syx18
1628194_at CG2918
1634503_at CG15695
1632991_at CG1418 /// Dere
1636741_s_at Hsc70Cb
1630683_at CG5208
1626478_at CG12340
1628866_at ncm

2.57
2.56
2.55
2.52
2.48
2.48
2.43
242
242
2.40
2.39
2.36
2.35
2.35
2.34
2.34
2.34
2.33
231
2.29
2.27
2.27
2.26
2.25
2.24
2.24
2.24
2.20
2.18
2.15
2.15
2.13
2.12
2.12
211
2.09
2.07
2.07
2.07
2.06
2.06
2.05
2.05
2.04
2.02
2.02

up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up
up

0.00
0.00
0.05
0.04
0.08
0.04
0.08
0.03
0.03
0.04
0.07
0.03
0.09
0.03
0.02
0.07
0.06
0.05
0.03
0.04
0.10
0.03
0.06
0.10
0.08
0.08
0.03
0.03
0.02
0.10
0.02
0.06
0.04
0.07
0.07
0.10
0.06
0.01
0.02
0.04
0.03
0.04
0.07
0.07
0.07
0.09

1625271 _at CG15438
1638663_at  Sec6lalpha
1623356_at CG11999
AFFX-Dros-A -

1636902_at CG1840
1631245_s_at CG9706
1636280_s_at CG12360
1633661_at CG11377
1624181_at CG8062 /// Dmir
1638344_at CG5287
1623458_at CG14899 /// Dbt
1637650_at CG4164
1635450_a_at smp-30
1627182_at CG13299
1625312_at CG10553
1636268_at CG10570 /// Dye
1636973_at  smp-30
1623851_at CG9400
1629819_s_at Sema-2a
1625434_at CG3270
1626291_at CG9036 /// Dsec
1635336_at comm2
1632478_a_at Pkc53E
1641191 _s_at Ugt36Bc
1639069_at Cypl2dl-d
1623777_s_at CG1358
1636888_a_at Aph-4
1635210_a_at Ppn

1640350_at fau

1632490_at CG8008
1638128_at CG30280
1639232_s_at SP1029
1625023_a_at nAcRbeta-21C
1639439_at CG2471 /// Dyak
1627662_at Ugt35a
1633876_at CG7110
1623068_at Cyp4e3
1640006_at CG18609 /// Dye
1636750_s_at CG13737
1640918_at ome

1636900_at CG5390 /// Dyak
1634440_s_at Eip74EF
1634208_a_at plx

1638195_at CG33968
1625986_at CG31826
1626953_at Fmo-1

2.16
2.14
2.12
2.12
2.08
2.07
2.05
2.03
2.02
2.02
2.01
2.01
8.37
7.42
6.71
6.54
6.40
6.34
4.32
4.29
4.06
3.92
3.37
588
3.30
3.28
3.27
3.27
S5
3.03
2.97
2.92
2.90
2.90
2.90
2.87
2.74
2.74
2.68
2.65
2.58
2.56
2.52
2.47
241
2.40

up
up
up
up
up
up
up
up
up
up
up
up
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down

0.04
0.03
0.03
0.08
0.04
0.06
0.05
0.05
0.03
0.03
0.07
0.05
0.04
0.07
0.06
0.08
0.04
0.06
0.08
0.05
0.04
0.02
0.07
0.04
0.06
0.09
0.05
0.04
0.10
0.06
0.06
0.08
0.09
0.09
0.07
0.00
0.04
0.10
0.07
0.03
0.04
0.09
0.03
0.07
0.03
0.10



1624798_s_at Galphad9B 2.01 up 0.05
1639542_at Sema-5c 2.01 up 0.06
1640984 _s_at Aats-thr










